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Figure 6-3. Molecular Biology of the Cell, 4th Edition.
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Figure 6-52. Molecular Biology of the Cell, 4th Edition.

growing
ribosome  polypeptide

j H.G.Khorana

mRNA

" R.W.Holley

5' ey

ribosome
subunits
released

TABLE 2-3 The Genetic Code
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