
HsHP1alpha    1 ------------------------------------------------------------
DmHP1a        1 ------------------------------------------------------------

HsHP1alpha    1 ------------------------------------------------------------
DmHP1a        1 ------------------------------------------------------------

HsHP1alpha    1 ---------------------MGKKTKRTAD---------------SSSSEDEEEYVVEK
DmHP1a        1 ---------------------MGKKIDNPESSAKV-----------SDAEEEEEEYAVEK

HsHP1alpha   25 VLDRRVVK--GQVEYLLKWKGFS-EEHNTWEPEKNLD-CPELISEFMKKYKKMKEGENNK
DmHP1a       29 IIDRRVRK--GKVEYYLKWKGYP-ETENTWEPENNLD-CQDLIQQYEASRKDEEKSAASK

HsHP1alpha   81 PREKSESNKRKSNFSNSADDIKSKKKREQSNDIAR-------------------------
DmHP1a       85 KDRPSSSAKAKETQGRASSSTSTASKRKSEEPTAPSGNKSKRTTDAEQDTIPVSG-----

HsHP1alpha  116 --------------GFERGLEPEKIIGATDSC----------------------------
DmHP1a      140 ------------STGFDRGLEAEKILGASDNN----------------------------

HsHP1alpha  134 -------------------GDLMFLMKWKDTDEADLVLAKEANVKCPQIVIAFYEERLTW
DmHP1a      160 -------------------GRLTFLIQFKGVDQAEMVPSSVANEKIPRMVIHFYEERLSW

HsHP1alpha  175 HAYPEDAENKEKETAKS
DmHP1a      201 YSDNED-----------

SpSwi6        1 ------------------------------------------------------------

SpSwi6        1 ------------------------MKKGGVRSYRRSSTSKRSVIDDDSEPELPSMTKEAI

SpSwi6       37 ASHKADSGSSDNEVESDHESKSSSKKLKENAKEEE-----------GGEEEEEDEYVVEK

SpSwi6       86 VLKHRMARKGGGYEYLLKWEGYDDPSDNTWSSEADCSGCKQLIEAYWNEHGGRPEPSKRK

SpSwi6      146 RTARPKKPEAKEPSPKSRKTDEDKHDKDSNEKIEDVNEKTIKFADKSQEEFNENGPPSGQ

SpSwi6      206 PNGHIESDNESKSPSQKESNESEDIQIAETPSNVTPKKKPSPEVPKLPDNRELTVKQVEN

SpSwi6      266 YDSWEDLVSSIDTIERKDDGTLEIYLTWKNG-AISHHPSTITNKKCPQKMLQFYESHLTF

SpSwi6      325 RENE-------------

SpChp2        1 MVKSADLDLMNSIISESDENFSPPPFTVEEAENSINNKSSTASLESPQNGSWHPSLYGLS

SpChp2       61 VPEKTHIQNSLDLYSHGNSGSQKTHNVSFSCEIRKVKSSKLSPISNMEDSEDKKEEDESS

SpChp2      121 SYKNEFKSSSSASVSSNFEKTSGSDDHNSQSPVPLNEGFEYIASSGSEDKNSDEEFAVEM

SpChp2      181 ILDSRMKKDGSGFQYYLKWEGYDDPSDNTWNDEEDCAGCLELIDAYWESRGGKPDLSSLI

SpChp2      241 RLTRSRARSSNEASYVEKDESSNSDDSISYKRRRSRNAANRITDYVDSDLSESSMK----

SpChp2      297 ----------------EKQSKIEKYMKSDKSSK--------------------NFKPPFQ

SpChp2      321 KKSWEDLVDCVKTVQQLDNGKLIAKIKWKNG-YVSTHDNIIIHQKCPLKIIEYYEAHIKF

SpChp2      380 T----------------
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Integral form 3.274524 to 4.560127:
Loading Concentration [Signal] = 1.020265 (91.263% of total)
Weight (Signal) Average = 3.903352
Std. deviation[as sqrt(second central moment)] = 0.226

Integral form 2.197397 to 2.944437:
Loading Concentration [Signal] = 1.043154 (82.804% of total)
Weight (Signal) Average = 2.582846
Std. deviation[as sqrt(second central moment)] = 0.143

Integral form 50578.531250 to 91599.437500:
Loading Concentration [Signal] = 28287.121094 (89.199% of total)
Weight (Signal) Average = 72259.570312
Std. deviation[as sqrt(second central moment)] = 6442.197

Integral form 26263.820312 to 47943.257812:
Loading Concentration [Signal] = 23893.191406 (82.096% of total)
Weight (Signal) Average = 39811.371094
Std. deviation[as sqrt(second central moment)] = 3280.634
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Supplementary Figure S4
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