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Figure 6-83. Molecular Biology of the Cell, 4th Edition.
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TABLE 12-1 The Subunits of RNA Polymerases

Prokaryotic Eukaryotic

Bacterial Archaeal RNAP | RNAP Il RNAP Il
Core Core (Pol 1) (Pol 1) (Pol 1l

B A’IA" RPA1 RPB1 RPCA

B B RPA2 RPB2 RPC2

o D RPC5 RPB3 RPC5

of L RPC9 RPB11 RPC9

) K RPB6 RPB6 RPB6

[+6 others] [+9 others] [+7 others] [+11 others]

Note: The subunits in each column are listed in order of decreasing molecular weight.

Roger Kornberg: ZOOGE / _,\\\}L1B$E Source: Data adapted from Ebright R.H. 2000 J. Mo/, Biol. 304: 687-698, Fig. 1, p. 688. © 2000

Academic Press.
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