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Figure 7-34. Molecular Biology of the Cell, 4th Edition.
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TABLE 6-2 The Three RNA Polymerases in Eucaryotic Cells

TYPE OF POLYMERASE GENES TRANSCRIBED

RNA polymerase I 5.8S, 18S, and 28S rRNA genes

RNA polymerase IT all protein-coding genes, plus snoRNA genes
and some snRNA genes

RNA polymerase IIT tRNA genes, 55 rRNA genes, some snRNA genes

and genes for other small RNAs
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TABLE 12-1 The Subunits of RNA Polymerases

Prokaryotic Eukaryotic

Bacterial Archaeal RNAP | RNAP II RNAP Il
Core Core (Pol I) (Pol Il) (Pol 11

B A'IA" RPA1 RPB1 RPC1

B B RPA2 RPB2 RPC2

o D RPC5 RPB3 RPC5

o L RPC9 RPB11 RPC9

® K RPB6 RPB6 RPB6

[+6 others] [+9 others] [+7 others] [+11 others]
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TABLE 12-2 The General Transcription
Factors of RNA Polymerase Il

I T T 1 Number of
(o} rxiKm 0.3M KClI 0.5M KClI 1.0I\1KCI GTFs Subunits

il DEAEEZ 7l i TBP 1
b T 2
TFIB 1
DEAE-SPW TFIE 2
TFIF 3
B ] TFIH 9
TITIVA—/—O0—R TAFs 11

The numbers shown are for yeast but are similar for
other eukaryotes, including humans.
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Figure 7-41. Molecular Biology of the Cell, 4th Edition.
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